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up-regulated genes

Natural expression of identified hoxb71b/XhoxD1 candidate downstream genes:
Gene name

BI879735 putative neurogranin
AI878133 putative coronin
BI671271 putative lipin
AI601294 | | 1 | putative dynein
BI326705 unknown
BIB66278 putative angiogenesis inhibitor
BI981287 putative cyclin-dependent kinase 5,
BI840896 bhihb5
AI721647 nr2el
AW076850 unknown
BM102743 unknown
BG883367 unknown
BM184118 ndor1
AF007949 ret1
AJ290391 bedo2!
AF001909 rx3
U50563 msxe
AW279945 unknown
BI1473045 sst3
u67844 dix6a
AI793690 dmbx1a
BG308656 putative reprimo-like
BI879533 pcdh10b
BE015653 gad1
AI584322 unknown
BG306206 phlda3
AI883293 unknown
BM155603 putative Nkx6.2
BM155683 unknown
Al641124 cxcl12b
A1793487 sp8l
BE016629 putative cytokine receptor-like factor 1
AF228334 hand2
L25273 alcam
BI979064 sp9
AI626641 putative long-chain-fatty-acid-CoA ligase 6
BG985730 unknown
BI882806 Hypothetical protein LOC792743
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down-regulated genes

Natural expression of identified hoxb1b/XhoxD1 candidate downstream genes:

X71845 evel

BM102179 unknown

BI885265 putative Desmoglein
Al477935 putative keratin
AW077995 ptgs2a

AW777326 unknown

BI850015 putative zinc-finger protein
AI477963 putative tensin
AW344023 putative CD44
AF301264 her9

AW019321 putative urate oxidase
AI721923 putative collagenase 3

Supplementary Figure S1. Natural temporal expression patterns of identified putative hoxb1b/XhoxD1 downstream genes in zebrafish
embryos. (A) The upper bar schematizes the early zebrafish development. The lower bar represents the naturalhoxb1b expression (Mathavan et al.,
2005). The sampling point used in our study, just before endogenous hoxb1b expression starts, is indicated. (B) The natural temporal expression
patterns of the up-regulated hoxb1b/XhoxD1 candidate downstream genes identified in this study. These expression data are derived from a study
on the transcriptosomal analysis in zebrafish embryos (Mathavan et al., 2005) and processed for the present study. The set of oligonucleotides used
for the microarrays are the same for the present study and the study that resulted in the temporal expression patterns (Mathavan et al., 2005). The
order of genes is identical to those used in Table 1 and Table 2. (C) The natural temporal expression patterns of the down-regulated hoxb1b/XhoxD1
candidate downstream genes identified in this study.



